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cgaggtggtg 


aggagagctg 


gttgcgtgag 


tctcctcagc 


tctgcttacc 


ggtgcgacta 


60 


gcggcagcga 


cgcggctaaa 


agcgaagggg 


cgagtgcgag 


tcccctgagc 


tgtacgaacg 


120 


cggtcgccat 


ggaccgccca 


gatgaggggc 


ctccggccaa 


gacccgccgc 


ctgagcagct 


180 


ccgagtctcc 


acagcgcgac 


ccgcccccgc 


cgccgccgcc 


gccgccgctc 


ctccgactgc 


240 


cgctgcctcc 


accccagcag 


cgcccgaggc 


tccaggagga 


aacggaggcg 


gcacaggtgc 


300 


tggccgatat 


gaggggggtg 


ggactgggcc 


ccgcgctgcc 


cccgccgcct 


ccctatgtca 


360 


ttctcgagga 


gggggggatc 


cgcgcatact 


tcacgctcgg 


tgctgagtgt 


cccggctggg 


420 


attctaccat 


cgagtcgggg 


tatggggagg 


cgcccccgcc 


cacggagagc 


ctggaagcac 


480 


tccccactcc 


tgaggcctcg 


ggggggagcc 


tggaaatcga 


ttttcaggtt 


gtacagtcga 


540 


gcagttttgg 


tggagagggg 


gccctagaaa 


cctgtagcgc 


agtggggtgg 


gcgccccaga 


600 


ggttagttga 


cccgaagagc 


aaggaagagg 


cgatcatcat 


agtggaggat 


gaggatgagg 


660 


atgagcggga 


gagtatgagg 


agcagcagga 


ggcggcggcg 


gcggcggagg 


aggaagcaga 


720 


ggaaggtgaa 


gagggaaagc 


agagagagaa 


atgccgagag 


gatggagagc 


atcctgcagg 


780 


cactggagga 


tattcagctg 


gatctggagg 


cagtgaacat 


caaggcaggc 


aaagccttcc 


840 


tgcgtctcaa 


gcgcaagttc 


atccagatgc 


gaagaccctt 


cctggagcgc 


agagacctca 


900 


tcatccagca 


tatcccaggc 


ttctgggtca 


aagcattcct 


caaccacccc 


agaatttcaa 


960 


ttttgatcaa 


ccgacgtgat 


gaagacattt 


tccgctactt 


gaccaatctg 


caggtacagg 


1020 


atctcagaca 


tatctccatg 


ggctacaaaa 


tgaagctgta 


cttccagact 


aacccctact 


1080 


tcacaaacat 


ggtgattgtc 


aaggagttcc 


agcgcaaccg 


ctcaggccgg 


ctggtgtctc 


1140 



Page 1 



Sequence Listing.ST25.txt 



actcaacccc 


aatccgctgg 


caccggggcc 


aggaacccca 


ggcccgtcgt 


cacgggaacc 


1200 


aggatgcgag 


ccacagcttt 


ttcagctggt 


tctcaaacca 


tagcctccca 


gaggctgaca 


1260 


ggattgctga 


gattatcaag 


aatgatctgt 


gggttaaccc 


tctacgctac 


tacctgagag 


1320 


aaaggggctc 


caggataaag 


agaaagaagc 


aagaaatgaa 


gaaacgtaaa 


accaggggca 


1380 


gatgtgaggt 


ggtgatcatg 


gaagacgccc 


ctgactatta 


tgcagtggaa 


gacattttca 


1440 


gcgagatctc 


agacattgat 


gagacaattc 


atgacatcaa 


gatctctgac 


ttcatggaga 


1500 


ccaccgacta 


cttcgagacc 


actgacaatg 


agataactga 


catcaatgag 


aacatctgcg 


1560 


acagcgagaa 


tcctgaccac 


aatgaggtcc 


ccaacaacga 


gaccactgat 


aacaacgaga 


1620 


gcgctgatga 


ccacgaaacc 


actgacaaca 


atgagagtgc 


agatgacaac 


aacgagaatc 


1680 


ctgaagacaa 


taacaagaac 


actgatgaca 


acgaagagaa 


ccctaacaac 


aacgagaaca 


1740 


cttacggcaa 


caacttcttc 


aaaggtggct 


tctggggcag 


ccatggcaac 


aaccaggaca 


1800 


gcagcgacag 


tgacaatgaa 


gcagatgagg 


ccagtgatga 


tgaagataat 


gatggcaacg 


1860 


aaggtgacaa 


tgagggcagt 


gatgatgatg 


gcaatgaagg 


tgacaatgaa 


ggcagcgatg 


1920 


atgacgacag 


agacattgag 


tactatgaga 


aagttattga 


agactttgac 


aaggatcagg 


1980 


ctgactacga 


ggacgtgata 


gagatcatct 


cagacgaatc 


agtggaagaa 


gagggcattg 


2040 


aggaaggcat 


ccagcaagat 


gaggacatct 


atgaggaagg 


aaactatgag 


gaggaaggaa 


2100 


gtgaagatgt 


ctgggaagaa 


ggggaagatt 


cggacgactc 


tgacctagag 


gatgtgcttc 


2160 


aggtcccaaa 


cggttgggcc 


aatccgggga 


agagggggaa 


aaccggataa 


gggttttccc 


2220 


cttttgggga 


tcacctctct 


gtatccccca 


cccactatcc 


catttgccct 


cctcctcagc 


2280 


tagggccacg 


cggccccaca 


ttgcacttct 


ggggggtgac 


cgacttcgta 


cacgggttta 


2340 


aagtttattt 


ttatggttta 


gtcattgcag 


agttcttatt 


ttggggggag 


ggaaaggggg 


2400 


ctagtcccct 


tcttttggcc 


ctccgccccc 


gcaggcttct 


gtgtgctgct 


aactgtattt 


2460 


attgtgatgc 


cttggtcagg 


gcccctctac 


ccacttctcc 


cagtcagttg 


tggccccagc 


2520 


ccctctccct 


gtgctgtgtg 


gagtggacac 


cctgaccccc 


gaagcgggga 


gggccgctgt 


2580 


ggccttcgtc 


acagccgcgc 


agtgcccatg 


gaggcgctgc 


tgccaccttc 


ctctcccaag 


2640 


ttctttctcc 


atccctctcc 


tcttcccgcc 


gcgccgctag 


cccgcctcgg 


tgtctatgca 


2700 


aggccgcttc 


gccattgcgg 


tattctttgc 


ggtattcttg 


tccccgtccc 


ccagaaggct 


2760 


cgcctctccc 


cgtggaccct 


gttaatccca 


ataaaattct 


gagcaagttc 


aaaaaaaaaa 


2820 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 




2867 
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Ser ser Glu Ser Pro Gin Arg Asp Pro Pro Pro Pro Pro Pro Pro Pro 
20 25 30 

Pro Leu Leu Arg Leu Pro Leu Pro Pro Pro Gin Gin Arg Pro Arg Leu 
35 40 45 

Gin Glu Glu Thr Glu Ala Ala Gin Val Leu Ala Asp Met Arg Gly val 
50 55 60 

Gly Leu Gly Pro Ala Leu Pro Pro Pro Pro Pro Tyr val lie Leu Glu 
65 70 75 80 

Glu Gly Gly lie Arg Ala Tyr Phe Thr Leu Gly Ala Glu Cys Pro Gly 
85 90 95 

Trp Asp Ser Thr lie Glu Ser Gly Tyr Gly Glu Ala Pro Pro Pro Thr 
100 105 110 

Glu Ser Leu Glu Ala Leu Pro Thr Pro Glu Ala Ser Gly Gly Ser Leu 
115 120 125 

Glu lie Asp Phe Gin val Val Gin Ser Ser ser Phe Gly Gly Glu Gly 
130 135 140 

Ala Leu Glu Thr Cys Ser Ala val Gly Trp Ala Pro Gin Arg Leu val 
145 150 155 160 

Asp Pro Lys Ser Lys Glu Glu Ala lie lie lie val Glu Asp Glu Asp 
165 170 175 

Glu Asp Glu Arg Glu Ser Met Arg ser Ser Arg Arg Arg Arg Arg Arg 
180 185 ~ 190 

Arg Arg Arg Lys Gin Arg Lys Val Lys Arg Glu Ser Arg Glu Arg Asn 
195 200 205 

Ala Glu Arg Met Glu Ser lie Leu Gin Ala Leu Glu Asp lie Gin Leu 
210 215 220 

Asp Leu Glu Ala val Asn lie Lys Ala Gly Lys Ala Phe Leu Arg Leu 
225 230 235 240 

Lys Arg Lys Phe lie Gin Met Arg Arg Pro Phe Leu Glu Arg Arg Asp 
245 250 255 

Leu lie lie Gin His lie Pro Gly Phe Trp Val Lys Ala Phe Leu Asn 
260 265 270 

His Pro Arg lie Ser lie Leu lie Asn Arg Arg Asp Glu Asp lie Phe 
275 280 285 
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Arg Tyr Leu Thr Asn Leu Gin val Gin Asp Leu Arg His lie Ser Met 
290 295 300 

Gly Tyr Lys Met Lys Leu Tyr Phe Gin Thr Asn Pro Tyr Phe Thr Asn 
305 310 315 320 

Met Val lie Val Lys Glu Phe Gin Arg Asn Arg Ser Gly Arg Leu Val 
325 330 335 

Ser His ser Thr Pro lie Arg Trp His Arg Gly Gin Glu Pro Gin Ala 
340 345 ^ 350 

Arg Arg His Gly Asn Gin Asp Ala Ser His Ser Phe Phe Ser Trp Phe 
355 360 365 

Ser Asn His Ser Leu Pro Glu Ala Asp Arg lie Ala Glu lie lie Lys 
370 375 380 

Asn Asp Leu Trp val Asn Pro Leu Arg Tyr Tyr Leu Arg Glu Arg Gly 
385 390 395 400 

Ser Arg lie Lys Arg Lys Lys Gin Glu Met Lys Lys Arg Lys Thr Arg 
405 410 415 

Gly Arg Cys Glu Val Val lie Met Glu Asp Ala Pro Asp Tyr Tyr Ala 
420 425 430 

val Glu Asp lie Phe Ser Glu lie Ser Asp lie Asp Glu Thr lie His 
435 440 445 

Asp lie Lys lie ser Asp Phe Met Glu Thr Thr Asp Tyr Phe Glu Thr 
450 455 460 

Thr Asp Asn Glu lie Thr Asp lie Asn Glu Asn lie Cys Asp Ser Glu 
465 470 475 480 

Asn Pro Asp His Asn Glu val Pro Asn Asn Glu Thr Thr Asp Asn Asn 
485 490 495 

Glu Ser Ala Asp Asp His Glu Thr Thr Asp Asn Asn Glu Ser Ala Asp 
500 505 510 

Asp Asn Asn Glu Asn Pro Glu Asp Asn Asn Lys Asn Thr Asp Asp Asn 
515 520 525 

Glu Glu Asn Pro Asn Asn Asn Glu Asn Thr Tyr Gly Asn Asn Phe Phe 
530 535 540 

Lys Gly Gly Phe Trp Gly Ser His Gly Asn Asn Gin Asp Ser ser Asp 
545 550 555 560 
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ser Asp Asn Glu Ala Asp Glu Ala Ser Asp Asp Glu Asp Asn Asp Gly 
565 570 575 

Asn Glu Gly Asp Asn Glu Gly Ser Asp Asp Asp Gly Asn Glu Gly Asp 
580 585 590 

Asn Glu Gly ser Asp Asp Asp Asp Arg Asp He Glu Tyr Tyr Glu Lys 
595 600 605 

val lie Glu Asp Phe Asp Lys Asp Gin Ala Asp Tyr Glu Asp val lie 
610 615 620 

Glu lie lie Ser Asp Glu Ser val Glu Glu Glu Gly lie Glu Glu Gly 
625 630 635 640 

lie Gin Gin Asp Glu Asp lie Tyr Glu Glu Gly Asn Tyr Glu Glu Glu 
645 650 655 

Gly Ser Glu Asp val Trp Glu Glu Gly Glu Asp Ser Asp Asp Ser Asp 
660 665 670 

Leu Glu Asp val Leu Gin val Pro Asn Gly Trp Ala Asn Pro Gly Lys 
675 680 685 

Arg Gly Lys Thr Gly 
690 
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